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4 <110> APPLICANT: Sauer, Matt 

5 Flachmann, Ralf 

6 Klebsattel, Martin 

7 Schopfer, Christel R 

9 <120> TITLE OF INVENTION: Process for preparing ketocarotenoids in genetically 
modified 

10 organisms 

12 <130> FILE REFERENCE: 13 173 - 00006 -US 

14 <140> CURRENT APPLICATION NUMBER: US 10/524, 827A 

15 <141> CURRENT FILING DATE: 2005-02-16 

17 <150> PRIOR APPLICATION NUMBER: PCT/EP2003/009106 

18 <151> PRIOR FILING DATE: 2003-08-18 

20 <150> PRIOR APPLICATION NUMBER: DE 102 38 980.2 

21 <151> PRIOR FILING DATE: 2002-08-20 

23 <150> PRIOR APPLICATION NUMBER: DE 102 38 978.0 

24 <151> PRIOR FILING DATE: 2002-08-20 

26 <150> PRIOR APPLICATION NUMBER: DE 102 38 979.9 

27 <151> PRIOR FILING DATE: 2002-08-20 

29 <150> PRIOR APPLICATION NUMBER: DE 102 53 112.9 

30 <151> PRIOR FILING DATE: 2002-11-13 

32 <150> PRIOR APPLICATION NUMBER: DE 102 58 971.2 

33 <151> PRIOR FILING DATE: 2002-12-16 
35 <160> NUMBER OF SEQ ID NOS : 82 

37 <170> SOFTWARE: Patentin version 3.4 
40 <210> SEQ ID NO: 1 
42 <211> LENGTH: 777 
44 <212> TYPE: DNA 

46 <213> ORGANISM: Nostoc sp. Strain PCC7120 

48 <220> FEATURE: 

50 <221> NAME/KEY: CDS 

52 <400> SEQUENCE: 1 

53 atg gtt cag tgt caa cca tea tct ctg cat tea gaa aaa etg gtg tta 48 

54 Met Val Gin Cys Gin Pro Ser Ser Leu His Ser Glu Lys Leu Val Leu 

55 1 5 10 15 ' 

57 ttg tea teg aca ate aga gat gat aaa aat att aat aag ggt ata ttt 96 

58 Leu Ser Ser Thr lie Arg Asp Asp Lys Asn lie Asn Lys Gly lie Phe 

59 20 25 30 

61 att gee tgc ttt ate tta ttt tta tgg gea att agt tta ate tta tta 144 

62 lie Ala Cys Phe lie Leu Phe Leu Trp Ala lie Ser Leu lie Leu Leu 

63 35 40 45 

65 etc tea ata gat aca tec ata att cat aag age tta tta ggt ata gee 192 

66 Leu Ser lie Asp Thr Ser lie lie His Lys Ser Leu Leu Gly lie Ala 

67 50 55 60 

69 atg ett tgg cag ace ttc tta tat aca ggt tta ttt att act get eat 240 
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200 <210> SEQ ID NO: 3 
202 <211> LENGTH: 789 
2 04 <212> TYPE: DNA 

206 <213> ORGANISM: Nostoc punctiforme 

208 <220> FEATURE: 

210 <221> NAME/KEY: CDS 
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283 <210> SEQ ID NO: 4 
285 <211> LENGTH: 262 
287 <212> TYPE: PRT 

289 <213> ORGANISM: Nostoe punetiforme 
291 <400> SEQUENCE: 4 

2 92 Leu Asn Phe Cys Asp Lys Pro Val Ser Tyr Tyr Val Ala He Glu Gin 
293 15 10 15 

296 Leu Ser Ala Lys Glu Asp Thr Val Trp Gly Leu Val He Val He Val 

297 20 25 30 

300 He He Ser Leu Trp Val Ala Ser Leu Ala Phe Leu Leu Ala He Asn 
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304 Tyr Ala Lys Val Pro He Trp Leu He Pro He Ala He Val Trp Gin 

305 50 55 60 
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360 

<210> SEQ ID NO; 

: 5 












362 

<211> LENGTH: 762 












"3 C A 

3d4 

<212> TYPE: 

DNA 













c c 
3dd 

<213> ORGANISM: 

Nostoe punetiforme 








O f o 

3oo 

<220> FEATURE: 













^ l\J 

<221> NAME/KEY: 

CDS 












"3 T O 
3 

<400> SEQUENCE: 

5 












"3 T O 

3/3 

gtg 

ate 

cag 

tta 

gaa 

caa 

cca 

etc 

agt 

cat 

caa 

gea 

aaa 

ctg 

act 

cca 

7 7 4 

Val 

He 

Gin 

Leu 

Glu 

Gin 

Pro 

Leu 

Ser 

nlS 

vjin 

Aia 

Lys 

Leu 

Thr 

Pro 

"3 7 C 
3 /O 

1 




5 





lU 





15 


177 

gta 

ctg 

aga 

agt 

aaa 

tct 

cag 

ttt 

aag 

999 

ecc 

4- 4- y*i 
uce 

«i 4- 4- 
acc 

get 

^ 4- 

acc 

gtc 

"3 70 

Val 

Leu 

Arg 

Ser 

Lys 

Ser 

Gin 

Phe 

Lys 

vjiy 

Leu 

Fne 

lie 

Aia 

lie 

vai 

7 7Q 




20 





25 





"3 n 



381 

att 

gtt 

age 

gea 

tgg 

gtc 

att 

age 

etg 

agt 

tta 

tta 

ett 

tee 

ett 

gae 

382 

He 

Val 

Ser 

Ala 

Trp 

Val 

He 

Ser 

Leu 

Ser 

Leu 

Leii 

Leu 

Ser 

Leu 

Asp 

383 



35 





40 





45 




385 

ate 

tea 

aag 

eta 

aaa 

ttt 

tgg 

atg 

tta 

ttg 

eet 

gtt 

ata 

eta 

tgg 

eaa 

386 

He 

Ser 

Lys 

Leu 

Lys 

Phe 

Trp 

Met 

Leu 

Leu 

Pro 

Val 

He 

Leu 

Trp 

Gin 

387 


50 





55 





60 





389 

aca 

ttt 

tta 

tat 

acg 

gga 

tta 

ttt 

att 

aca 

tct 

cat 

gat 

gcc 

atg 

cat 

390 

Thr 

Phe 

Leu 

Tyr 

Thr 

Gly 

Leu 

Phe 

He 

Thr 

Ser 

His 

Asp 

Ala 

Met 

His 

391 

65 





70 





75 





80 

393 

ggc 

gta 

gta 

ttt 

ccc 

caa 

aac 

acc 

aag 

att 

aat 

cat 

ttg 

att 

gga 

aca 

394 

Gly 

Val 

Val 

Phe 

Pro 

Gin 

Asn 

Thr 

Lys 

He 

Asn 

His 

Leu 

He 

Gly 

Thr 


48 


96 


144 


192 


240 


288 
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